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CLAIMS 

Synthetic peptides of the monomer type with 13 to 33 amino 
adds or of the dimer type with 26 to 66 amino acids, in linear form or in a 
formSsyclized by means of inter-cysteine disulphide bridges, corresponding 
to the gteneral formula (I): 



^-Z-TrpGlyCys-G-CysTyrThrSer-Q 



(I) 



in which : 

-A represent^\a biotinyl radical, a biocytinyl radical, a hydrogen 
atom, an acetyl (CH 3 CO-) radical, an aliphatic chain which may contain 
one or two thiol, aldehydkor amine functional groups, the aliphatic chain 
preferably being an alkyl cham of 1 to 6 rarJXJfratoms or an alkenyl chain 
of 2 to 6 carbon atoms, or arv^minoalkyfcarbonyl ^ain of 2 to e^arbon 
atoms, 

-Z represents a peptide sequ^ce of one pf the formulae (II) to (X) : 



-Si/Ser^- 




-Sfer-H 2 - y 


(III) 


-dL-Ser-/ 


\lV) 


-Zi-Gln-Hz- 


(W 


-Gln-E 2 - 


(VlN 


-Hi-Gln- 


(VII). 


-Hi-Asn-E2- 


(VIII) 


-Asn-H 2 - 


(IX) 


Hi-Asn-(X) 





in which : 

-Ei represents a peptide sequence of 0 to 9 amino acids > 
and 

-E 2 represents a peptide sequence of 0 to 5 amino acids, 
-0 represents a peptide sequence of formula (XI): 
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*,3 



10 



15 



20 



25 



30 



-(AA 1 )-(AA 2 )- (AAa) -(AA4HAA5)- (XI) 
in which : 

• (AA1) represents either a lysine residue, or an arginine 
residue, or an ornithine residue, 

(AA 2 ) represents either a glycine residue, or an asparagine 
jsidue, 

(A£ 3 ) represents either a lysine residue, or an arginine 
residue, or an ornithine residue, 

• (AA4) ^presents either a leucine residue, or an alanine 
residue, dr an isoleucine residue, or a glutamine residue, 

• (AA5) represents either an isoleucine residue, or a valine 
residue, or a leucine residue, or a threonine residue, or a 
norleucine residue, or a norvarfirwresidu? 
provided, however\that (AA1), (AA2), (AA 3 ), (AA4) and (AA 5 ) 
never form together\tf}e peptipe sequences -Lys Gly Lys 
Leu He- and -Lys Gly 



-Q, attached to the -CO- gro^ 



ip orserine. represents; 



- a hydroxyl (:OH) radical ongn 

- an alkoxy radical comprisir 

- a peptide sequence of fonmula 



H 2 ) radical, 
om 1 to 6 carbon atoms, 
II): 

I') 

f formula (XIII) or of 



-Val-S-^F 
in which £ repn 
formula (XIV) : 
-(AAe)-Trp Asn-(AA 7 HAAe) 
-(AAe)-Trp His-(AA 7 )-(AAe) 
in which : 

• (AAe) represents an amino acid different from lysine, 

• (AA 7 ) represents an amino acid, 

• (AAs) represents a serine or threonine residue, 
and *F f attached to the -CO- residue of the free 
amino acid, represents an OH or NH 2 group or ar} 
alkoxy radical comprising from 1 to 6 carbon atoms, 
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- a peptide sequence of formula (XV) : 
: Val-T (XV) 
in which attached to the -CO- residue of valine, has the 
same meaning as for the formula (XII), 



10 



15 



20 



- or a peptide sequence of formula (XVI) to (XVIII) : 
t -Z-TrpGlyCys-0-CysTyrThrSer-T (XVI) 
al-I-Z-TrpGlyCys-0-CysTyrThrSerVal-I-^ (XVII) 
VaPZ-TrpGlyCys-0-CysTyrThrSerVal-^ (XVIII) 

in which \ and 0 have the definition given for the formula (I) 
and I has the definition given for the formula (XII) and X F, 



attached to thdv-CO- residue 



s^ine, on the -CO- residue of 



the AAa amino aisad /Sr on the -CO-\esidue of valine, has the 



ila-(Xll). 



same meaning as/for the form 



2. Synthetic peptides oy formulaV(l) according to Claim 1, in which 




(AAs) represents either a 



formula (XII) or (XIV), (AAe 
arginine residue. 



valine residue, or a leucine residue, or a 



threonine residue and whon Q corresponds to a peptide sequence of 



jeopesents either a glutamine residue or an 



3. Synthetic peptides of formula (I), accordingMo Claim 1 , in which: 

-A represents a biotinyl radical, a hydrogert atom or an aliphatic 

25 chain which may contain one or two thiol, aldehydevor amine functional 
groups, the aliphatic chain preferably being an alkyl chain of 1 to 6 carbon 
atoms, or an aminoalkylcarbonyl chain of 2 to 6 carbon atoms, 

-Z represents a peptide sequence of formula (II) or (V), in which Hi 
represents a peptide sequence of two amino acids and E 2 represents an 

30 amino acid, or a sequence of formula (IV), in which represents three 
amino acids, or a peptide sequence of formula (Vill), in which Hi 
represents a peptide sequence of nine, eight or three amino acids and Z 2 a 
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r =1 



10 



15 



peptide sequence of five amino acids, 

-0 represents a peptide sequence of formula: 

-Lys Gly Arg Leu Val-, 
-Arg Gly Lys Ala Val- 
- Arg Gly Arg Leu Val-, 

or 

-Arg Gly Arg Ala Val-, 

and 

-Q represents aWiroxyl group, the peptide sequence (XV) or one of the 
following sequence^ which correspond to the peptide sequence of formula 
(XII) : 

-Val Arg Trp AsrrQliTT^r-y, 
}\ Gin TflbAsn Gftj Thr^ 

or 

- Val Glh Trp Asr/ Ser Thr-¥. 



i'ji 



4. Synthetic peptides erf formulk (ft, accoratngio one of Claims 1 to 3, 
in which Z represents a pqptide sequence of formula: 
-Leu Leu Ser Ser- 
20 • -Leu Leu Asn Ser- 
-Arg Leu Asn Ser- 
bia Leu Glu Thr Leu Leu Gin Asn Gin Gih Leu Leu Asn Ser- 
bia Leu Glu Thr Leu Leu Gin Asn Gin Gin Deu Leu Asp Leu- 
-Ala Leu Glu Thr Leu Leu Gin Asn Gin Gin LeuvLeu Asn lle- 
25 • -Leu Asn Gin Gin Arg Leu Leu Asn Ser- 
or 

• -Arg Ala Leu Glu Thr Leu Leu Asn Gin Gin Arg Leu L£u Asn Ser- 




5. Synthetic peptides of 20 to 50 amino acids according to Claim 1, of 
30 formula (la): 



A-Za-TrpGlyCys-0-CysTyrThrSer-Q a 



(la) 
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which Z a represents a radical of formulae lla to Xa : 



10 



15 



20 



Ei a -Ser-E2a 

-Ser-E 2a 

-Hi a -Ser 

Zia-Gln-E 2a 

-Gln-H 2a 

S,.-Gln- 

Hia-Asn-H 2a 



(Ha) 

(Ilia) 

(IVa) 

(Va) 

(Via) 

(Vila) 

(Villa) 

(IXa) 

(Xa) 



in which 



-Ei a represer^ a peptidp (sequence oy1 to 5 amino acids 
and 

-H 2a an amino aci 
-O a represents a 



defined fpr the formt, 
(XVI la) : 



»ptide sequence of formula (XII), as 
(I), or a peptide sequence of formula 




Val-S-Za-TfpetyGys-e-CysYyrThrSerVal-I-T 



and 



(XVIIa) 



A, 0, Z and *F have the same meaning as for the formula (I). 



25 



6. Synthetic peptides of formula (I) according toone of Claims 1 to 5 
including one of the following sequences: \ 
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^Sequence No. 1 
-LSLWGCRGKAVCYTSVQWNET- 



or 

-Leu\Leu Ser Leu Trp Gly Cys Arg Gly Lys Ala Val Cys Tyr Thr Ser Val Gin Trp Asn 
1 \ 5 10 15 20 

Glu Thr* 
22 



10 



15 



20 



25 



Sequence Not. 2 

-LLSLWGCRG^LVCYTSVQWNET- 
or 

-Leu Leu Ser Leu Trp Gly Cys Arg Gly >yg Leu Val Cys Tyr Thr Ser Val Gin Trp Asn 



1 

Glu Thr- 
22 

Sequence No. 3 

-LLSSWGCKGRLVCYTSNfWNETj 
or 

-Leu Leu Ser Ser Trp Gly Cys llys Gly 



1 

30 Ser Thr- 




20 



Leu Val Cys Tyr Thr Ser Val Gin Trp Asn 
10\ 15 20 



1 

Glu Thr- 
22 



Sequence No. 4 

-LLSSWGCKGRLVCYTSVQWNST- 
or 

-Leu Leu Ser Ser Trp Gly Cys Lys Gly Arg Leu Val Cys Tjtf Thr Ser Val Gin Trp Asn 

20 
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Sequence No. 5 

,-LLQSWGCKGRLVCYTSVQWNST- 

Leu Gin Ser Trp Gly Cys Lys Gly Arg Leu alV Cys Tyr Thr Ser Vai Gin Trp Asn 
! \ 5 10 15 20 

Ser Th> 
22 

Sequence N<S\6 
1 0 -LLNSWGCRGK^VCYTSVQWNET- 

or 

-Leu Leu Asn Ser Trp Gly^Cys Arg Gly Lys Ala Val Cys Tyr Thr Ser Val Gin Trp Asn 
1 c \ ^rrr\ 15 20 

GIu Thr- 
15 22 

Sequence No. 7 
-LLSLWGCRGRAVC 
or 

20 -Leu Leu Ser Leu Trp Gly C ;ys Arg Gly/Arg Afa Val Cys Tyr Thr Ser Val Gin Trp Asn 
1 c / m \ 15 20 

GIu Thr- 
22 



25 Sequence No. 8 

-LLSSWGCRGRLVCYTSVQWNET- 

or 

-Leu Leu Ser Ser Trp Gly Cys Arg Gly Arg Leu Val Cys Tyr Thr : 
1.5 10 15 

30 GIu Thr- 
22 




■ Val Gin Trp Asn 
20 
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^Seq uence No. 9 : 
. LS S WG C KG RLVC YTS - 

r\ 

-Leu\eu Ser Ser Trp Gly Cys Lys Gly Arg Leu Val Cys Tyr Thr Ser- 
5 10 15 



fteg uence^No. 10 : 
-LLNSWGCKQRLVCYTS- 

or 

1 0 -Leu Leu Asn Ser Trp\^ly Cys Lys Gly Arg Leu Val Cys Tyr Thr Ser- 
! 5 \ 10 15 



Seq uence No. 1 1 : 

-ALETLLQNQQLLNSWGC^GRLVCYp 

15 or 

-Ala Leu Glu Thr Leu Leu Gin Asn G>n Ofn Leu Leu 

1 5 Xio 

Arg Leu Val Cys Tyr Thr Ser Val Arg/lYpv^sn Glu.Jhr- 
20 25 

20 



IET- 

in Ser Trp Gly Cys Arg Gly 
15 



Sequence No. 12 : 

-ALETLLQNQQLLNIWGCRdjRLVCYySVlRyVNET- 
or 

-Ala Leu Glu Thr Leu Leu Gin Asn Gtn Gin Leu Leu AsnNne Trp Gty Cys Arg Gly 
25 1 5 10 \ 15 

Arg Leu Val Cys Tyr Thr Ser Val Arg Trp Asn Glu Thr- 
20 25 30 



Sequence No. 1 3 : 
30 -ALETLLQNQQLLDLWGCRGRLVCYTSVRWNET- 

or 

-Ala Leu Glu Thr Leu Leu Gin Asn Gin Gin Leu Leu Asp Leu Trp Gly Cys^rg Gly 

15 10 15 

Arg Leu Val Cys Tyr Thr Ser Val Arg Trp Asn Glu Thr- 
35 20 25 30 
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Sequence No. 14 : 

-^QQRLLNSWGCKGRLVCYTSV- 

or 

-Leu Ast} Gin Gin Arg Leu Leu Asn Ser Trp Gly Cys Lys Gly Arg Leu Val Cys Tyr 

1 \ 5 10 15 

Thr Ser Val-\ 
20 



10 



15 



Sequence No. 1 ck : 

-RALETLLNQQRLbslSWGCKGRLVCYTSV- 



or 

- Arg Ala Leu Glu Thr Leu Le\j Asn Gin Gin Arg Leu Leu Asn Ser Trp Gly Cys Lys 

1 5 \ 10 15 

Gly Arg Leu Val Cys Tyr Thr Seryal- 
20 25 



Sequence No. 16 : 
-RLNSWGCKGRLVCYTSV- 

or 

20 - Arg Leu Asn Ser Trp Gly Cys Ly£ 
1 5 



Gly Arg Leu val Cys Tyr Thr Ser Val- 
10/ \ 15 



7. Synthetic peptides, according to one of Claims 1 to 6, of sequence 



25 PEPTIDE No. 1 (2B) 

LLSLWGCRGKAVCYTSVQWNET 

or 

Leu Leu Ser Leu Trp Gly Cys Arg Gly Lys Ala Val Cys Tyr Thr Ser tyal Gin Trp Asn 
<\ • 5 10 15 \ 20 

30 Glu Thr 
22 



PEPTIDE No. 2 (3B) 

L LS L WGC RG RLVC YTSVQW N ET 

35 or 
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Leu Ser Leu Trp Gly Cys Arg Gly Arg Leu Val Cys Tyr Thr Ser Val Gin Trp Asn 
c 10 15 20 



PFPTlKjE No. 3 (4B) 
LLSSwbcKGRLVCYTSVQWNET 



or 



Leu Leu Ser Ser Gly Cys Lys Gly Arg Leu Val Cys Tyr Thr Ser Val Gin Trp Asn 

10 15 20 




10 1 

Glu Thr 
22 

PEPTIDE No. 4 (SB) 
1 5 LLSSWGCKGRLVCYTSVdyVNST 

or 

Leu Leu Ser Ser Trp Gly Cys Lys Gly 

1 5.1 
Ser Thr 
20 22 

PFPTIDE No. 5 (6B) 
LLQSWGCKGRLVCYTSVQW 

or 

25 Leu Leu Gin Ser Trp Gly Cys Lys Gly 

1 5 10 

Ser Thr 
22 

30 PEPTIDE No. 6 

LLNSWGCRGKAVCYTSVQWNET 

or 

Leu Leu Asn Ser Trp Gly Cys Arg Gly Lys Ala Val Cys Tyr Thr Ser Val Gin TrfcAsn 
15 10 15 \20 

35 Glu Thr 
22 



hrSer Val Gin Trp Asn 
^5 20 
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No. 7 




S L WG C RG RAVC YTSVQWN ET 

Leu\u Ser Leu Trp Gly Cys Arg Gly Arg Ata Val Cys Tyr Thr Ser Val Gin Trp Asn 

10 15 20 

Glu Thr 
22 

PEPTIDE NO. 8 rte) 
LLSSWGCRGRLvCJYTSVQWNET 

or 

Leu Leu Ser Ser Trp Gly CyW| Gly Arg Leu Val Cys Tyr Thr Ser Val Gin Trp Asn 
5 \ 10 _ 15 20 

Glu Thr 
22 

PEPTIDE No. 9 (12B) 
LLSSWGCKGRLVCYTS 

or 

Leu Leu Ser SerTrp Gly Cys L 
1 5 

PEPTIDE No. 10M4B) 
LLNSWGCKGRLVCYTS 

or 

Leu Leu Asn Ser Trp Gly Cys Lys Gly Arg Leu Val Cys Tyr Thr S^r 
15 10 15 

PEPTIDE No. 11 (18B) 

ALETLLQNQQLLNSWGCRGRLVCYTSVRWNET 
or 

Ala Leu Glu Thr Leu Leu Gin Asn Gin Gin Leu Leu Asn Ser Trp Gly Cys Arg 

1 5 10 15 

Arg Leu Val Cys Tyr Thr Ser Val Arg Trp Asn Glu Thr 
20 25 30 
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PEPTIDE NO. 12 (19B) 

ALETLLQNQQLLNIWGCRGRLVCYTSVRWNET 

_eu Glu Thr Leu Leu Gin Asn Gin Gin Leu Leu Asn lie Trp Gly Cys Arg Gly 
1 \ 5 10 15 

Arg LeuVal Cys Tyr Thr Ser Val Arg Trp Asn Glu Thr 
20 \ 25 30 

PEPTIDE No.\3 (20B) 

aletllqnqqVdlwgcrgrlvcytsvrwnet 

or 

-Ala Leu Glu Thr Leu LeWGIn Asn Gin Gin Leu Leu Asp Leu Trp Gly Cys Arg Gly 

1 5 \ 10 15 

Arg Leu Val Cys Tyr Thr Serial Arg Trp Asn Glu Thr 
20 25 \ 30 



PEPTIDE No. 14(21B) 
LNQQRLLNSWGCKGRLVCYT? 



or 

Leu Asn Gin Gin Arg Leu Leu Asn S 
1 5 
Thr Ser Val 
20 



sr Trp qiy Cyi Lys Gly Arg Leu Val Cys Tyr 
10 V V y 15 



PEPTIDE No. 15 (22B) 

RALETLLNQQRLLNSWGCKGRLVCYTSV 
or 

Arg Ala Leu Glu Thr Leu Leu Asn Gin Gin Arg Leu Leu Asn Se\Trp Gly Cys Lys 
1 5 10 M 

Gly Arg Leu Val Cys Tyr Thr Ser Val 
20 25 



PEPTIDE No. 16 (23B) 
RLNSWGCKGRLVCYTSV 

or 

Arg Leu Asn Ser Trp Gly Cys Lys Gly Arg Leu Val Cys Tyr Thr Ser Val 



( If- 
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1 5 10 15 

Composition containing one or more synthetic peptides of formula 
(I) According to any one of Claims 1 to 7. 

5 9. exposition according to Claim 8, containing peptide No. 3 (4B) 
and peptide IMs. 1 (2B). 

10. CompositiorNcontaining one or more synthetic peptides of formula 
(I) according to Clain\1 and one or more group O HIV-1 recombinant 

10 peptides. 

1 1 . Composition containin^\one / or more synthetic peptides of formula 
(l) t according to Claim 1, and or^or mc^e HIV-1 and/or HIV-2 recombinant 
or synthetic peptides. 

15 

12. Immunoassay method usincj one\pr more synthetic peptides of 
formula (I), according to anytone of Claims l\o 7. 

13. Immunoassay method using a compositiorv^ccording to any one of 
20 Claims 8 to 11. 
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14. Diagnostic kit including at least one synthetic peptide of formula (I), 
according to any one of Claims 1 to 7, or a composition acbprding to any 
one of Claims 8 to 11. 




